a d d e n d a , e r r ata a n d c o r r i g e n d a Addendum: Resequencing of 31 wild and cultivated soybean genomes identifies patterns of genetic diversity and selection
Raw data of short reads for each soybean accession can be downloaded as individual files from the NCBI website. The corresponding file name and soybean accession are listed in the addendum. Further information on the soybean accessions can be found in the supplementary information online.
The full dataset can also be downloaded from the following ftp site: ftp://public.genomics.org.cn/BGI/soybean_resequencing/. a Each file contains the complete set of raw data (short reads) of each soybean accession. Further information on the soybean accessions can be found in Supplementary Figure 1 and Supplementary table 1. b The full dataset can also be downloaded from the following ftp site: ftp://public.genomics.org.cn/BGI/soybean_resequencing/.
